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Courtesy of RCSB Protein Data Bank.
Used with permission.

57

http://www.rcsb.org/pdb/home/home.do


Orh�p�bp����u���bp�r��t�� 
�������p(��rpt�rtp�� 

rQVFL�AtttAtEV��rY 
tNLrLQY�t���LQ�rLt 
tALutFEN�LAtu�Ft 
AAt��YtrtH AFE��rrV 
Q �t�FtV�LrEAAtN 
HFttLuLE AtAFuH�L 
A AALA&FFAtE�A N�� 

��t�����rpt�rtp��  

��p���3t��rpt�rtp��  

58

Courtesy of RCSB Protein Data Bank.
Used with permission.
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Courtesy of U.S. Department of the Army Ballistic Research Report. In the public domain.
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Courtesy of RCSB Protein Data Bank.
Used with permission.

Courtesy of Nature Publishing Group. Used with permission.
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